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3H-Thymidine Incorporation 
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3H-thymidlne Incorporation 
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Figure 4 



Effect of mpl-ligand depleted APP 
on human megakaryocytopoiesis 
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Figure 5 



125I-HP1-1D Bound 
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1 tcttcctacccatctgctccccagagggctgcctgctgtgcacttgggtcctggagcccttctccacccggatagattcctcacccttggcccgcctttg 

101 ccccaccctactctgcccagaagtgcaagagcctaagccgcctccatggccccaggaaggattcaggggagaggccccaaacagggagccacgccagcca 

-20 T -10 | 

MPtGluLQuThrGluLeuLeuLeuValValMefcLeuLeuLeuThrAlaArgLeuThrLeuSer SerProAlaProProAlaCysAsp 
201 gacaccccggccagaATGGAGCTGACTGAATTGCTCCTCGTGGTCATGCTTCTCCTAACTGCAAGGCTAACGCTGTCCAGCCCGGCTCCTCCTGCTTGTG 

10 20 ▼ • 30 40 

LeuArgValLeuSerLysLeuLeuArgAspSerHisValLeuHisSerArgLeu SerGlnCysProGluValHisProLeuProThrProValLeuLeu 

301 ACCTCCGAGTCCTCAGTAAACTGCTTCGTGAGXGCCATGTCCTTCACAGCAGACTGAGCCAGTGCCCAGAGGTTCACCCTTTGCCTACACCTGTCCTGCT 

50 60 70 

ProAlaValAspPheSerLeuGlyGluTrpLysThrGlnMetGluGluThrLysAlaGlnAspIleLeuGlyAlaValThrLeuLeuLeuGluGlyVal 
4 01 GCCTGCTGTGGACTTTAGCTTGGGAGAATGGAAAACCCAGATGGAGGAGACCAAGGCACAGGACATTCTGGGAGCAGTGACCCTTCTGCTGGAGGGAGTG 

80 # 90 100 

MetAlaAlaArgGlyGlnLeuGlyProThrCysLeuSerSerLeuLeuGlyGlnLeuSerGlyGlnValArgLeuLeuLeuGlyAlaLeuGlnSerLeuLeu 
501 ATGGCAGCACGGGGACAACTGGGACCCACTTGCCTCTCATCCCTCCTGGGGCAGCTTTCTGGACAGGTCCGTCTCCTCCTTGGGGCCCTGCAGAGCCTCC 

110 120 130 140 

GlyThrGlnLeuProProGlnGlyArgThrThrAlaHisLysAspProAsnAlallePheLeuSerPheGlnHisLeuLeuArgGlyLysValArgPhe 
601 TTGGAACCCAGCTTCCTCCACAGGGCAGGACCACAGCTCACAAGGATCCCAATGCCATCTTCCTGAGCTTCCAACACCTGCTCCGAGGAAAGGTGCGTTT 

150 160 170 

LeuMetLeuValGlyGlySerThrLeuCysValArgArgAlaProProThrThrAlaValProSerArgThrSerLeuValLeuThrLeuAsnGluLeu 
701 CCTGATGCTTGTAGGAGGGTCCACCCTCTGCGTCAGGCGGGCCCCACCCACCACAGCTGTCCCCAGCAGAACCTCTCTAGTCCTCACACTGAACGAGCTC 

180 190 200 

Prc lAsnArgTh rlser'GlyLeuLeuGluThrl^ 
801 CCAAACAGGACTTCTGGATTGTTGGAGACAAACTTCACTGCCTCAGCCAGAACTACTGGCTCTGGGCTTCTGAAGTGGCAGCAGGGATTCAGAGCCAAGA 

210 220 230 240 

ProGlvLeuLeu jAsnGlnThrl SerArgSerLeuAsp 
901 TTCCTGGTCTGCTGAACCAAACCTCCAGGTCCCTGGACCAAATCCCCGGATACCTGAACAGGATACACGAACTCTTGAATGGAACTCGTGGACTCTTTCC 

250 260 270 

GlyProSerArgArgThrLeuGlyAlaProAspIleSerSerGlyThrSerAspThrGlySerLeuProProAsnLeuGlnProGlyTyrSerProSer 
1001 TGG ACCCTC ACGCAGGACCCTAGGAGCCCCGG AC ATTTCCTCAGG AAC ATCAGACAC AGGCTCCCTGCC ACCCAACCTCC AGCCTGGAT ATTCTCCTTCC 

280 290 300 

ProThrHisProProThrGlyGlnTyrThrLeuPheProLeuProProThrLeuProThrProValValGlnLeuHisProLeuLeuProAspProSerAla 
1101 CCAACCC ATCCTCCTACTGG ACAGTATACGCTCTTCCCTCTTCC ACCCACCTTGCCCACCCCTGTGGTCCAGCTCCACCCCCTGCTTCCTGACCCTTCTG 

310 320 330 

ProThrProThrProThrSerProLeuLeu ^ 
1201 CTCCAACGCCCACCCCTACCAGCCCTCTTCTAAACACATCCTACACCCACTCCCAGAATCTGTCTCAGGAAGGGTAAggttctcagacactgccgacatc 

1301 agcattgtctcatgtacagctcccttccctgcagggcgcccctgggagacaactggacaagatttcctactttctcctgaaacccaaagccctggtaaaa 

1401 gggatacacaggactgaaaagggaatcatttttcactgtacattataaaccttcagaagctatttttttaagctatcagcaatactcatcagagcagcta 

1501 gctctttggtctattttctgcagaaatttgcaactcactgattctctacatgctctttttctgtgataactctgcaaaggcctgggctggcctggcagtt 

1601 gaacagagggagagactaaccttgagtcagaaaacagagaaagggtaatttcctttgcttcaaattcaaggccttccaacgcccccatcccctttactat 

1701 cattctcagtgggactctgatcccatattcttaacagatctttactcttgagaaatgaataagctttctctcagaaaaaaaaaaaaaaaaaaaaa 



Figure 8 
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Figure 10 
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Figure 11 
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Figure 12 



